Table S4. Frequencies of mutated genes in 22 colorectal cancer patients identified by exome sequencing.

Gene missense nonsense splicing frameshift_indel nonframeshift_indel mutated_sample_num total_sample_num mutation_frequency
APC 0 19 0 8 0 18 22 0.818181818
TP53 7 2 0 0 0 9 22 0.409090909
KRAS 6 0 0 0 0 6 22 0.272727273
FBXW7 2 2 0 2 0 3 22 0.136363636
TRIO 2 0 1 0 0 3 22 0.136363636
USH2A 3 0 0 0 0 3 22 0.136363636
GOLGA2 0 0 0 0 3 3 22 0.136363636
FAT4 3 0 0 0 0 3 22 0.136363636
SYNE1 2 0 0 0 0 2 22 0.090909091
MUC16 2 0 0 0 0 2 22 0.090909091
NF1 1 0 0 1 0 2 22 0.090909091
HMCN1 2 0 0 0 0 2 22 0.090909091
ERLIN1 2 0 0 0 0 2 22 0.090909091
SMC4 1 0 0 1 0 2 22 0.090909091
PDE10A 2 0 0 0 0 2 22 0.090909091
LRRC7 2 0 0 0 0 2 22 0.090909091
PRICKLE1 2 0 0 0 0 2 22 0.090909091
PRPF8 2 0 0 0 0 2 22 0.090909091
ASB3 0 1 1 0 0 2 22 0.090909091
CDH9 1 0 1 0 0 2 22 0.090909091
MTMR8 0 2 0 0 0 2 22 0.090909091
DPP10 2 0 0 0 0 2 22 0.090909091
AASDH 0 0 0 2 0 2 22 0.090909091
DDX58 2 0 0 0 0 2 22 0.090909091
CEACAM5 0 0 1 1 0 2 22 0.090909091
GPR161 2 0 0 0 0 2 22 0.090909091
ASTN1 2 0 0 0 0 2 22 0.090909091
DNAH9 1 0 0 0 1 2 22 0.090909091
CSMD2 2 0 0 0 0 2 22 0.090909091
AIM2 1 0 0 1 0 2 22 0.090909091
NLRP13 2 1 0 0 0 2 22 0.090909091
ACADL 1 1 0 0 0 2 22 0.090909091
RSPO2 2 0 0 0 0 2 22 0.090909091
DOCK2 2 0 0 0 0 2 22 0.090909091
BICC1 2 0 0 0 0 2 22 0.090909091
HERC2 2 0 0 0 0 2 22 0.090909091
MAGEC1 2 0 0 0 0 2 22 0.090909091
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